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RESEARCH INTERESTS

| am interested in developing algorithms and using computational skills for multi-omics and phenotypic data
to understand the intrinsic nature of the genomics and biological processes, especially in the field of
multi-omics data integration and curation on precision medicine and comparative genomics studies. My
recent research focuses on the study of genetic variations of the Chinese populations and de novo assembly of
genomes.

EDUCATION

PhD in Biochemistry & Molecular Biology, China Agricultural University, China, 2002-2007
BSin Biology, China Agricultural University, China, 1998-2002

WORKING EXPERIENCE

Senior Engineer, Beijing Institute of Genomics, CAS, Beijing, December 2011 —Present
Engineer, Beijing Institute of Genomics, CAS, Beijing, June 2008 —November 2011
Bioinformatician, Beijing Genomics Institute, Shenzhen, July 2007 —May 2008
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