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ABSTRACT 

Database Commons: a catalog of biological databases  

Database Commons (http://bigd.big.ac.cn/databasecommons) is a manually curated catalogue of 

biological databases, which can make users easily access to a comprehensive collection of publicly 

available biological databases, and conveniently capture a specific collection of databases of interest, 

and also efficiently retrieve the popular or high-quality databases. From the points above, we believe 

that Database Commons can be served as both a valuable resource and a comprehensive search engine 

involving all biological fields. It benefits all users in selecting from all publicly available databases for 

their effective and efficient exploitation. We hope what we have done could promote dissemination 

and utilization of high-quality biological and biomedical data. 


